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KEY FEATURES

« Biomarker discovery

» Drug mechanism of action and toxicity
«+ Target identification and validation .

Interpretation of omics data
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Application

Biomarker discovery
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miRNA research
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NGS/RNA-seq data analysis
Sl A 2A0 Lo s = isoformS HEA AEY = U= 2F
ABlE

otel 24 =72 M3

-

=4 = , ZE QIxt
g ﬁ%ﬂﬁmu ofF = 2o %“?J% 0 £ A= KAS o=
et

S5 SERS0 A S U N YILS MG of2stE bt
ST SN U BB o 2B HS HALSE olefE 4
BLIC,

Ingenuity

00000 Pathway
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» Building interactive models of experimental systems
«+ User-friendly visualization tools
Disease mechanisms

Unlock insights & develop novel hypotheses
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Explore potential hypotheses to interrogate
subnetworks and canonical puthways
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"Analysis-to-Analysis” provides unexpected
insights into underlying shared biological
mechanisms
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Match against

>52,000 analyses =

The OmicSoft dataset and analysis repository
in IPA
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DiseaseLand OncoLand Normal Cells & Tissues
HumanDisease (28,574) OncoGeo (11,692) GTEx (52)
+ 631 diseases + 216 cancer types 52 tissues

+ 111 tissues
+ 58 expression platforms
+ 4,281 RNA-seq datasets

+ 359 tissues
+ 72 expression platforms
+ 8,242 RNA-seq datasets

MouseDisease (21,912) TCGA (4,438)
* 402 diseases * 33 cancer types
* 264 tissues * 27 tissues

= 366 different mutational
statuses / clinical signs

Pediatrics (444)
+ 47 cancers
+ 23 tissues

+ 57 expression platforms
+ 12,385 RNA-seq datasets

RatDisease (7,900)

+ 58 diseases

* BB tissues

¢ 1,927 RNA-seq datasets

LINCS (28,234)

« 23 cell lines

+ 374 chemical treatments or
gene overexpression

» 226 different targets (or
groups of target genes)

OncoMouse (1,054)

+ 49 cancer types

-+ 37tissues

= 21 expression platforms
+ 351 RNA-seq datasets

Hematology (4,267)

+ 66 cancer types

+ 20 tissue types

* 99 cell types

* 1,148 RNA-seq datasets

Metastatic Cancer (81)
= 27 cancer types
+ 18tissues
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Create comparison and signature matching
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Filter
Measurement: Activation z-score -6-252 (NN @) 8.467
Sort Method: | Hierarchical Clustering v | Visualize: | z-score v
(absolute value)

Insignificance Threshold: Apply Clear

View Report | Edit Network | E5 @ [l /] Cluster Columns| Add To My Pathway | Add To My List | View Comparison

CN orotic acid
CN ciprofibrate
UR ciprofibrate

ezafibrate
UR ESRRA
UR mono-(2-ethylhexyl)phthal
UR rosiglitazone

[ UR gemfibrozil
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