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Forward primer region
Consensus ATTGATCGTAGGGCTAGGAGGAAACGATCGAATCGTAGCGGTATGGCTAGGA TCGAGCTAAAGCGATGC
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LOt19  600000000000000000000000000000000000000000000000000000000000000000000
Lgt 20
Lgt21
Lot 22
Consensus CGATTTCGATGCGTATGGCTAGGCTGAGCTGATCGATGCTAGCTATG
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TTTCGATGCG TATGGCTAGG CTGAGCTGAT CGATGCTAGC TATGTGGCGT GAGCTTTGAT ATTCTATATA

TTTiATGC’ TATvGCTACV CTGAGCTGAT CGATGCTAG! C TATGTGGCGT,
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CTAGCGTACG GACTAGCCCC GATNGAGCGA CGATCAGCGA CTTCAGACTA GCGACTATCG GCGAGCTACG

CTAGCG A
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